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Abstract 
Directed differentiation of stem cells into functional somatic cell types ex vivo remains a cornerstone of regenerative 
medicine, yet conventional approaches relying solely on soluble factor modulation have reached a plateau in 
efficiency, homogeneity, and functional maturation. This review synthesizes classical and emerging manipulation 
strategies, with emphasis on the centrosome as an underappreciated but critical regulator of cell fate decisions. 
Classical methods—including growth factor-mediated chemical induction, matrix-engineered scaffolds, and coculture 
systems—are systematically evaluated for their strengths and limitations. Genetic engineering approaches utilizing 
transcription factor overexpression and CRISPR/Cas9-mediated reporter generation are discussed as tools for 
enhancing purity and enabling real-time fate monitoring. Physical stimulation through bioreactors delivering pulsatile 
flow, mechanical stretch, and electrical fields is examined for its capacity to engage mechanotransductive pathways 
that converge on the centrosome. The core of this review introduces pioneering strategies targeting centrioles and 
associated cell fate determination systems (CAFDs), including pharmacological modulation of centriolar kinases 
(PLK4, NEK2, Aurora A), optogenetic control of CAFD localization, nanoparticle-mediated delivery to centrosomes, 
magnetic manipulation of centrosome position, and pharmacological stimulation of ciliogenesis. An integrative 
protocol for generating functional dopaminergic neurons is presented as a proof-of-concept, sequentially 
incorporating centriole priming, dual SMAD inhibition, ciliogenesis-enhanced ventral specification, mechanical 
maturation, and reporter-based purification. Critical quality assessment methodologies—super-resolution imaging, 
ciliogenesis assays, spindle orientation analysis, single-cell omics, and transplantation validation—are outlined. 
Finally, key challenges including safety validation, persistent heterogeneity, scalability limitations, and ethical 
considerations are addressed. The emerging paradigm positions the centriole not as a static structural element but as 
a dynamic, manipulable target for biotechnological engineering of cell fate. Integration of centrosome-directed 
approaches with predictive digital twin modeling promises to accelerate the transition from generating incompletely 
differentiated populations toward creating truly functional, mature, and safe transplantable products for regenerative 
medicine. 
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Introduction: Context and Significance 
Ex vivo directed differentiation—the process of converting stem or progenitor cells into specific 
functional cell types outside the organism for subsequent transplantation into 
recipients—represents a cornerstone of regenerative medicine. This approach holds 
transformative potential for treating a wide spectrum of conditions, from neurodegenerative 
diseases and spinal cord injury to haematological disorders and tissue degeneration (Elder et 
al., 2022; Fong et al., 2025). The fundamental premise is elegant in its simplicity: harness the 
innate plasticity of stem cells to generate replacement populations that can restore tissue 
architecture and function lost to disease or injury. 

However, the translation of this promise into clinical reality has been hampered by persistent 
and formidable challenges. Despite decades of intensive research, ex vivo differentiation 
protocols continue to grapple with limited efficiency, often yielding cell populations that exhibit 
incomplete maturation and fail to recapitulate the full functional repertoire of their in vivo 
counterparts (Engel et al., 2016). The problem of heterogeneity looms equally 
large—differentiated cultures typically contain a variable mixture of desired cell types, off-target 
lineages, and residual undifferentiated cells. This latter population carries the ominous risk of 
teratoma formation upon transplantation, a safety concern that has fundamentally shaped 
regulatory requirements for cell-based therapies (Smith et al., 2025; Buta et al., 2013). The 
teratoma xenograft assay, long considered the gold standard for assessing pluripotency, itself 
exemplifies the field's dependence on retrospective, endpoint analyses rather than prospective 
control over cell fate (Müller et al., 2010). 

These limitations have catalyzed a conceptual shift in how researchers approach directed 
differentiation. The classical paradigm—exposing cells to cocktails of soluble growth factors and 
hope that they interpret these signals correctly—increasingly appears insufficient. What is 
emerging instead is a vision of precision control over the intracellular machinery that executes 
fate decisions. This new paradigm recognizes that differentiation is not merely a response to 
extracellular cues but a process orchestrated by complex subcellular systems, including the 
cytoskeletal architecture, organelle inheritance patterns, and what might be termed cell fate 
determination systems (CAFDs). 

Among these intracellular systems, the centrosome—the cell's primary microtubule-organizing 
center—has garnered particular attention. Far from being a static structural element, the 
centrosome embodies temporal asymmetry that may directly influence stem cell fate. Centrioles, 
the core components of centrosomes, carry an intrinsic "age" due to their semi-conservative 
duplication cycle: mother centrioles, inherited from the previous cell cycle, and daughter 
centrioles, synthesized de novo, exhibit structural and functional differences (Yamashita, 2009). 
This asymmetry extends to the pericentriolar material and associated proteins, creating two 
distinct centrosomes within a single cell. During asymmetric stem cell divisions, these 
centrosomes are non-randomly segregated, with the mother centrosome consistently retained 
by the cell that maintains stem cell identity in Drosophila male germline stem cells, while the 
daughter centrosome is directed to the differentiating daughter (Yamashita et al., 2007). 
Remarkably, this pattern is not universal but cell-type specific—Drosophila neuroblasts instead 
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retain the daughter centrosome (Januschke et al., 2011), suggesting that centrosome 
inheritance patterns are evolutionarily tailored to particular stem cell niches and developmental 
contexts. 

The functional significance of biased centrosome inheritance extends to mammalian systems. In 
mouse radial glial progenitors, mother centrosome retention correlates with maintenance of the 
progenitor state, while daughter centrosome inheritance is associated with neuronal 
differentiation (Wang et al., 2009). These observations have given rise to the "immortal 
centrosome hypothesis," which posits that the mother centrosome, with its mature appendages 
and enhanced microtubule-nucleating capacity, preserves stem cell identity across divisions 
(Morrison & Spradling, 2008). More provocatively, centrosomes may serve as platforms for 
segregating fate-determining molecules—mRNAs, proteins, or signaling complexes—ensuring 
their asymmetric distribution to one daughter cell (Salzmann et al., 2013). The recent 
demonstration that centriolar proteins such as CPAP directly influence tissue-specific 
differentiation in tooth development (Pei et al., 2025) underscores the broader relevance of this 
organelle to directed differentiation strategies. 

This review surveys the landscape of ex vivo manipulation strategies for directed stem cell 
differentiation, tracing the evolution from classical approaches to emerging paradigms. We 
begin by examining conventional methods based on soluble factor modulation and biomaterial 
scaffolds, critically assessing their strengths and limitations. We then explore how insights from 
developmental biology—particularly the role of mechanical forces, metabolic regulation, and 
cell-cell interactions—are being translated into improved differentiation protocols. Finally, we 
consider pioneering approaches that target the centrosome and associated fate-determination 
systems, discussing how precise manipulation of organelle inheritance and function might 
overcome current barriers to generating fully functional, homogeneous cell populations for 
therapeutic applications. 

Classical and Standardized Methods 

Factor-Dependent Differentiation (Chemical Induction) 

The most established approach for directed differentiation relies on the sequential or 
combinatorial addition of recombinant proteins and small molecules to the culture medium, 
designed to recapitulate the signaling pathways that orchestrate embryonic development . This 
paradigm operates on the principle that stem cells, when exposed to the appropriate 
morphogens, growth factors, and small-molecule agonists or antagonists, will interpret these 
extracellular cues and execute intrinsic differentiation programs. Over the past two decades, this 
strategy has yielded increasingly sophisticated protocols for generating diverse cell types. 

For neural lineage specification from embryonic stem cells (ESCs) or induced pluripotent stem 
cells (iPSCs), a typical protocol begins with inhibition of bone morphogenetic protein (BMP) 
signaling to promote neural ectoderm fate, followed by activation of transforming growth 
factor-beta (TGF-β)/Activin signaling. Subsequent addition of fibroblast growth factor 2 (FGF2) 
supports neural progenitor expansion, while sonic hedgehog (SHH) and FGF8 are employed for 
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regional specification toward dopaminergic neurons . This stepwise approach mirrors the 
temporal progression of neural tube development and has enabled the generation of midbrain 
dopaminergic neurons for Parkinson's disease modeling and potential cell replacement 
therapies. 

Cardiomyocyte differentiation protocols similarly exploit developmental principles, most notably 
through temporal modulation of the Wnt signaling pathway. The widely adopted GiWi protocol 
utilizes the GSK3 inhibitor CHIR99021 to activate Wnt signaling at the onset of differentiation, 
mimicking the pro-mesodermal signals of primitive streak formation, followed by subsequent 
inhibition of Wnt signaling using small molecules such as IWP2 or IWR1 to promote cardiac 
specification. Additional factors including BMP4 and Activin A are often incorporated to enhance 
cardiogenic yield . This precise temporal control has enabled the generation of spontaneously 
beating cardiomyocytes with efficiencies exceeding 80% in optimized systems. 

For mesenchymal stem cells (MSCs), osteogenic differentiation is routinely achieved through a 
defined cocktail containing ascorbate, β-glycerophosphate, and dexamethasone, often 
supplemented with BMP2 or BMP7 to enhance osteoblast commitment. Ascorbate promotes 
collagen type I synthesis and matrix maturation, β-glycerophosphate provides a source of 
inorganic phosphate for hydroxyapatite deposition, and dexamethasone drives osteogenic gene 
expression through glucocorticoid receptor-mediated transcriptional regulation. 

Despite their widespread adoption and continual refinement, factor-dependent protocols suffer 
from several inherent limitations. Differentiation is typically protracted, requiring weeks to 
months to achieve functional maturation. The cost of recombinant growth factors remains 
prohibitive for large-scale clinical applications. Moreover, substantial variability persists between 
cell lines and even between experimental batches, reflecting the sensitivity of stem cells to 
subtle differences in factor potency, timing, and concentration . Perhaps most fundamentally, 
these approaches treat the cell as a passive recipient of extracellular signals rather than an 
active interpreter, often yielding populations that remain incompletely matured compared to their 
in vivo counterparts. 

Matrix-Engineered Approaches 

Recognition that the extracellular matrix (ECM) provides not merely structural support but 
instructive biochemical and biophysical signals has driven the development of 
matrix-engineered differentiation strategies . These approaches aim to mimic the native stem 
cell niche by presenting cells with defined adhesive ligands, three-dimensional architecture, and 
mechanical properties that influence fate decisions. 

Three-dimensional culture systems, including organoids and hydrogel-embedded cultures, have 
emerged as powerful platforms for recapitulating tissue architecture and cell-cell interactions 
that are absent in conventional monolayer cultures. Matrigel, a basement membrane extract rich 
in laminin, collagen IV, and growth factors, remains the most widely used matrix for organoid 
generation, supporting the self-organization of intestinal, cerebral, and hepatic organoids that 
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exhibit remarkable tissue-like complexity . Collagen gels and synthetic hydrogels offer 
alternative platforms with greater defined composition and tunable properties . 

Substrate functionalization with defined adhesive motifs provides more controlled presentation 
of biochemical signals. Coating culture surfaces with RGD peptides (recognized by integrin 
receptors), laminin, or fibronectin enables precise modulation of cell-matrix adhesion and 
downstream signaling. These approaches have proven particularly valuable for defined, 
xeno-free culture systems suitable for clinical translation. 

Topographical cues at the nano- and microscale represent an additional dimension of matrix 
engineering. Patterned surfaces with grooves, ridges, or pits can direct cell shape, cytoskeletal 
organization, and nuclear deformation, indirectly influencing gene expression and differentiation 
commitment . The underlying mechanism involves force-dependent modulation of signaling 
pathways and transcription factor activity—a process increasingly recognized as central to stem 
cell fate regulation . 

The connection between matrix properties and centriolar function, though indirect, is 
mechanistically plausible. Matrix stiffness and topography influence actomyosin cytoskeletal 
organization through integrin-mediated mechanotransduction . The actin cytoskeleton, in turn, 
links to the centrosome through linker proteins such as spectraplakins and the LINC complex 
(linker of nucleoskeleton and cytoskeleton). These connections transmit tensile forces that can 
modulate centrosome position, microtubule nucleation capacity, and potentially the asymmetric 
inheritance of centrioles during division . Thus, matrix-engineered approaches may influence 
differentiation not only through canonical signaling pathways but also through mechanical 
regulation of the centrosome's role as a microtubule-organizing center (MTOC) and 
fate-determining organelle. 

Coculture and Conditioned Media 

Coculture strategies exploit the paracrine signaling networks that operate between cell types 
during tissue development and homeostasis. By growing stem cells together with target cell 
types or their precursors, researchers provide a complex milieu of soluble factors, ECM 
components, and potentially direct cell-cell contacts that collectively guide differentiation. 

The use of conditioned media—culture supernatants harvested from supporting cell 
types—represents a simplified variant that isolates the paracrine component while eliminating 
direct heterotypic cell contact. Recent work has demonstrated that conditioned medium from 
human intestinal epithelial cells effectively induces differentiation of human umbilical cord 
mesenchymal stem cells (hUC-MSCs) into functional intestinal epithelial cells expressing 
characteristic markers including Villin, CK20, CK8, and CK18, with the differentiated cells 
exhibiting sucrase activity indicative of functional maturity . This approach offers the advantage 
of scalability while preserving the complex mixture of factors produced by niche cells. 

For hepatic differentiation, coculture with endothelial cells has proven particularly effective, 
reflecting the intimate developmental relationship between hepatoblasts and the developing 
vasculature. Endothelial-derived factors including hepatocyte growth factor (HGF), oncostatin M, 
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and Wnt signals contribute to hepatoblast specification and maturation. Similarly, neural 
differentiation has been enhanced through coculture with astrocytes or Schwann cells, which 
provide neurotrophic support and synaptic organizing signals. 

The mechanistic basis for coculture effects lies in the reconstitution of niche-derived signals that 
are absent in monoculture systems. However, the complexity and undefined nature of these 
signals present challenges for standardization, quality control, and mechanistic dissection. The 
identification of specific factor combinations that recapitulate the effects of coculture remains an 
active area of investigation, with the ultimate goal of replacing cellular feeders with defined 
medium formulations. 

Genetic Engineering and Molecular Biology 
Methods 
The limitations of purely exogenous factor-based approaches have motivated the development 
of genetic engineering strategies that directly modify the cellular machinery governing fate 
decisions. These methods range from transcription factor overexpression to precise genome 
editing, offering unprecedented control over differentiation trajectories and enabling the 
generation of purified, functionally mature cell populations. 

Overexpression of Key Transcription Factors 

The demonstration by Takahashi and Yamanaka in 2006 that forced expression of just four 
transcription factors—Oct4, Sox2, Klf4, and c-Myc—could reprogram somatic fibroblasts into 
induced pluripotent stem cells (iPSCs) fundamentally transformed the landscape of stem cell 
biology (Takahashi & Yamanaka, 2006). This landmark discovery established that terminally 
differentiated cells retain plasticity that can be unlocked by appropriate transcriptional stimuli, 
challenging long-held assumptions about cell fate fixation (Masip et al., 2010). The conceptual 
framework underlying reprogramming has since been extended to direct 
transdifferentiation—the conversion of one somatic cell type into another without passing 
through a pluripotent intermediate. Ieda and colleagues demonstrated that expression of cardiac 
transcription factors including Gata4, Mef2c, and Tbx5 could directly convert fibroblasts into 
beating cardiomyocytes (Ieda et al., 2010), while Vierbuchen et al. (2010) showed that the 
combination of Brn2, Ascl1, Myt1l, and NeuroD1 efficiently generates functional neurons from 
fibroblasts. These studies collectively demonstrate that a minimal set of lineage-specific 
transcription factors can orchestrate the complex gene regulatory networks underlying cell 
identity (Ieda, 2013; Pereira et al., 2016). 

The delivery of transcription factors into target cells has been accomplished using multiple 
vector systems, each with distinct advantages and limitations. Integrating viral vectors such as 
lentiviruses and retroviruses achieve stable, high-efficiency transduction and remain the 
workhorses of reprogramming research due to their robust expression. However, their 
propensity for random genomic integration raises concerns about insertional mutagenesis and 
unpredictable long-term expression patterns (Masip et al., 2010). Non-integrating vectors, 
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including adenoviruses and adeno-associated viruses (AAVs), eliminate the risk of insertional 
mutagenesis but typically yield transient expression that may be insufficient for complete 
reprogramming. Synthetic mRNA transfection has emerged as an attractive alternative, enabling 
high-efficiency, integration-free factor delivery with precisely controlled dosing (Warren et al., 
2010). Transposon-based systems such as piggyBac offer another non-viral approach, allowing 
efficient integration followed by subsequent excision to leave a genetically unmodified cell 
(Woltjen et al., 2009). 

Despite these advances, significant challenges persist. The efficiency of direct reprogramming 
remains low for many lineages, and the resulting cells often exhibit incomplete maturation or 
fetal-like phenotypes rather than fully adult characteristics (Pereira et al., 2016). The stochastic 
nature of transgene integration and expression can generate heterogeneous populations 
requiring extensive purification. Moreover, sustained expression of potent transcription factors 
may have unintended consequences, including off-target lineage priming or, in the case of 
pluripotency factors, teratoma risk. These limitations have motivated the development of more 
sophisticated genetic control systems. 

Genome Editing for Reporter Generation and Switches 

The advent of CRISPR/Cas9 genome editing technology has revolutionized the generation of 
genetically modified stem cell lines for differentiation studies. This RNA-guided system, derived 
from bacterial adaptive immune mechanisms, enables precise modification of target genomic 
loci through the action of the Cas9 nuclease directed by a programmable single guide RNA 
(sgRNA) (Jinek et al., 2012; Cetin et al., 2025). The CRISPR/Cas9 system induces 
double-strand breaks that are repaired either through error-prone non-homologous end joining 
(NHEJ), typically resulting in gene disruption, or through homology-directed repair (HDR) in the 
presence of a donor template, enabling precise sequence insertion or correction (Cetin et al., 
2025). The latter approach has proven particularly valuable for generating reporter cell lines that 
enable real-time tracking of differentiation. 

A representative application involves knocking DNA sequences encoding fluorescent proteins 
into the locus of a maturation-specific gene, creating an endogenous reporter that faithfully 
recapitulates endogenous gene expression patterns. Hayashi and Nakade (2024) described a 
refined method using a "double-tk donor vector system" in which thymidine kinase suicide 
cassettes flank the homology arms, enabling negative selection against random integrants and 
significantly enriching for correctly targeted human pluripotent stem cell clones. This approach 
has been successfully applied to generate a PLIN2-GFP reporter human iPSC line for studying 
lipid droplet dynamics in non-alcoholic fatty liver disease, enabling live monitoring of metabolic 
interactions and high-throughput compound screening (PLIN2-GFP2-P2A-Puro line, 2025). 
Such reporter lines facilitate fluorescence-activated cell sorting (FACS) of purified differentiated 
populations, addressing the persistent problem of heterogeneity. For cardiomyocyte 
differentiation, knock-in of fluorescent reporters into the TNNT2 locus enables isolation of highly 
purified contracting cardiomyocytes for transplantation or drug screening applications. 
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Beyond reporter generation, CRISPR technology has enabled the creation of inducible genetic 
systems that provide temporal control over differentiation factor expression. The tetracycline 
(Tet)-regulated system, available in Tet-ON (activation upon doxycycline addition) and Tet-OFF 
(repression upon doxycycline addition) configurations, has been widely adopted for conditional 
transgene control. Taguchi et al. (2024) recently conducted a comprehensive evaluation of 
these systems in adult tissues, revealing that while the Tet-ON system shows efficacy primarily 
in epithelial cells, the Tet-OFF system enables gene induction across diverse cell types. They 
further demonstrated that tetracycline administration effectively addresses limitations in 
inducibility and tunability, offering a more versatile platform for in vivo applications such as 
tissue regeneration. These inducible systems are particularly valuable for directing 
differentiation, as they allow precise temporal control over transcription factor 
expression—activating fate-determining factors during critical developmental windows and 
subsequently silencing them to enable proper maturation. 

Emerging CRISPR technologies are expanding the toolkit for stem cell engineering. Catalytically 
deactivated Cas9 (dCas9) fused to transcriptional repressors or activators enables CRISPR 
interference (CRISPRi) and CRISPR activation (CRISPRa), respectively, allowing modulation of 
endogenous gene expression without introducing double-strand breaks (Razavi et al., 2024). 
These approaches offer the potential to direct differentiation by transiently modulating 
endogenous loci, avoiding the risks associated with transgene integration. Base editing and 
prime editing technologies further expand precision by enabling single-nucleotide substitutions 
without double-strand breaks, holding promise for correcting disease-causing mutations in 
patient-derived iPSCs prior to differentiation (Cetin et al., 2025). 

The convergence of transcription factor reprogramming and precise genome editing is creating 
new possibilities for directed differentiation. Reporter lines enable iterative optimization of 
differentiation protocols through quantitative readouts. Inducible systems provide the temporal 
control necessary to mimic developmental timing. Gene correction in patient-derived cells offers 
the prospect of autologous cell therapies for genetic disorders. As these technologies continue 
to mature, they promise to address the persistent challenges of efficiency, purity, and functional 
maturity that have limited the clinical translation of stem cell-derived products. 

Physical and Electromagnetic Methods 
While biochemical and genetic approaches have dominated the directed differentiation 
landscape, a growing body of evidence establishes that physical forces—mechanical, 
hydrodynamic, and electrical—are equally potent regulators of stem cell fate. These stimuli, 
which recapitulate the dynamic mechanical environment of native tissues, are transduced into 
intracellular signals through mechanosensitive and electrosensitive pathways that converge on 
the cytoskeleton and, increasingly, on the centrosome as a central hub for coordinating cellular 
responses to physical cues. 
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Bioreactors with Pulsatile Flow and Mechanical Stretch 

The cardiovascular and musculoskeletal systems are defined by their mechanical activity: 
endothelial cells experience shear stress from flowing blood, cardiomyocytes undergo cyclic 
strain with each contraction, and osteocytes respond to compression and fluid flow within bone 
lacunae. Recapitulating these mechanical signals ex vivo has emerged as a powerful strategy 
for directing stem cell differentiation toward these lineages . 

Bioreactor systems designed to deliver controlled mechanical stimulation have evolved from 
simple spinner flasks to sophisticated perfusion and dynamic loading platforms. Perfusion 
bioreactors, which propagate culture medium through three-dimensional scaffolds, expose cells 
to fluid shear stress that mimics the interstitial flow encountered in native tissues . This 
hydrodynamic stimulus has been shown to enhance osteogenic and chondrogenic differentiation 
of mesenchymal stem cells (MSCs) even in the absence of osteogenic induction media, 
suggesting that mechanical forces alone can activate lineage-specific transcriptional programs . 
Quantitative analyses reveal that shear stress magnitudes as low as 0.005–0.02 dyn/cm², when 
applied at physiologically relevant frequencies, can influence stem cell behavior through 
activation of mechanotransductive signaling cascades . 

Cyclic stretch, delivered through flexible membrane bioreactors or mechanical loading devices, 
has proven particularly effective for driving MSC differentiation toward smooth muscle cells 
(SMCs) and cardiomyocytes. Studies by Maul and colleagues demonstrated that cyclic stretch 
applied to subconfluent MSCs induced an elongated, spindle-shaped morphology characteristic 
of SMCs and upregulated expression of SMC proteins including α-actin, calponin, and myosin 
heavy chain . These effects were magnitude- and frequency-dependent, with specific thresholds 
required to potentiate lineage commitment . Importantly, the response to mechanical stimulation 
exhibited context dependence: while subconfluent MSCs responded to cyclic stretch with SMC 
protein expression, confluent cultures exposed to cyclic pressure or shear stress showed 
increased endothelial gene expression, indicating that cell-cell contact modulates 
mechanotransductive outcomes . 

The mechanistic basis for mechanically induced differentiation lies in the conversion of physical 
forces into biochemical signals—a process termed mechanotransduction. Cells perceive 
mechanical stimuli primarily through integrin-mediated adhesions to the extracellular matrix, 
which link to the actin cytoskeleton and transmit forces to intracellular structures . This force 
transmission activates multiple signaling pathways, including mitogen-activated protein kinase 
(MAPK), Rho GTPases, and the transcriptional co-activators YAP/TAZ, which translocate to the 
nucleus to regulate gene expression . Recent work has also implicated the primary cilium—a 
microtubule-based organelle extending from the mother centriole—as a critical mechanosensor, 
particularly for fluid shear stress in osteoblasts and chondrocytes . 

The connection between mechanical forces and the centrosome itself has recently been 
illuminated by groundbreaking studies. Schmitt and colleagues discovered that centrosomes 
experience significant mechanical deformation when cells migrate through narrow tissue spaces 
or extend multiple protrusions during pathfinding . The actin cytoskeleton transmits mechanical 
forces directly to the centrosome, which can fracture under sufficient stress, generating multiple 

© Under CC BY-NC-ND 4.0 International License | Longevity Horizon, 2(4)​ ​ ​ ​ 9 

https://creativecommons.org/licenses/by-nc-nd/4.0/
https://longevity.ge/index.php/longhoriz


 

competing microtubule-organizing centers that disrupt directional migration . Two centrosomal 
proteins—the kinase Dyrk3 and cNAP1 (centrosomal Nek2-associated protein 1)—protect 
against such fracturing; when these proteins are absent, centrosomes become unstable and 
rapidly disintegrate under mechanical load . These findings establish that the centrosome is not 
merely a passive microtubule anchor but an active participant in cellular mechanics, whose 
integrity must be actively maintained to preserve function. 

This mechanoprotective mechanism has profound implications for directed differentiation. 
Mechanical stimuli applied in bioreactors—shear stress, cyclic stretch, compression—must be 
transmitted through the actin cytoskeleton to the centrosome, potentially influencing its role as a 
microtubule-organizing center and, by extension, its function in asymmetric division and fate 
determination. The observation that cells actively protect their centrosomes from force-induced 
damage implies that mechanical stimulation protocols must be carefully calibrated to avoid 
exceeding thresholds that compromise centrosome integrity while still providing sufficient input 
to drive differentiation. 

Electrical Stimulation 

Excitable cell types—neurons and cardiomyocytes—have evolved to respond to electrical 
signals as part of their native physiological function. Electrical stimulation (ES) has therefore 
been extensively investigated as a tool for directing stem cell differentiation toward these 
lineages, with the rationale that replicating the electrical environment of developing or mature 
excitable tissues may enhance specification and maturation . 

The parameters of electrical stimulation—field strength, pulse duration, frequency, and 
waveform—critically influence outcomes. For cardiomyogenic differentiation of human induced 
pluripotent stem cells (iPSCs), biphasic current pulses of 65–200 mV/mm applied at 1 Hz with 1 
ms pulse width increased expression of cardiac transcription factors NKX2.5 and TBX5, as well 
as structural proteins including TNNT2, MYH7, and MYL7 . Human embryonic stem cells 
exposed to 6.6 V/cm pulses at 1 Hz similarly showed upregulation of cardiac ion channel genes 
(HCN1, SCN5A) and calcium handling proteins (SERCA), accompanied by cellular elongation 
and enrichment of ventricular-like cardiomyocyte phenotypes . 

Neural differentiation has also been enhanced through electrical stimulation. Mouse bone 
marrow stromal cells exposed to rectangular pulses (100 mV, 10 Hz, 2.0 ms) upregulated 
neurogenin2 (Ngn2) expression and differentiated toward neural lineages . For neural stem cells 
(NSCs), biphasic current pulses of 100 μA at 100 Hz promoted proliferation and increased 
expression of neuronal genes and microtubule-associated protein 2 . These effects likely reflect 
the role of electrical activity in regulating neurogenesis during development, where spontaneous 
calcium transients and nascent action potentials influence progenitor proliferation and 
differentiation. 

The mechanisms by which electrical stimulation influences stem cell fate remain incompletely 
understood but likely involve multiple convergent pathways. Electrical fields can depolarize 
membrane potential, activating voltage-gated calcium channels and triggering calcium influx that 
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engages calcium-dependent signaling cascades including calmodulin and calcineurin. The 
resulting changes in intracellular calcium can influence gene expression through transcription 
factors such as NFAT (nuclear factor of activated T-cells) and CREB (cAMP response 
element-binding protein). Additionally, electrical stimulation may influence cytoskeletal dynamics 
and cell polarity through electrophoretic effects on charged molecules and redistribution of 
membrane receptors. 

The potential connection between electrical stimulation and centrosomal function represents an 
intriguing but largely unexplored frontier. The centrosome serves as a platform for anchoring 
signaling complexes, including those involved in cell cycle regulation and polarity determination. 
Electrical stimuli that influence cell polarization might therefore affect the localization and activity 
of centrosome-associated signaling molecules. Moreover, the microtubule network organized by 
the centrosome is intrinsically polarized, with minus ends anchored at the centrosome and plus 
ends extending toward the cell periphery. Electrical fields could theoretically influence 
microtubule dynamics or the distribution of microtubule-associated proteins, with downstream 
effects on cell polarity and asymmetric division. However, direct evidence for electrical 
modulation of centrosome function in stem cells remains sparse and represents an important 
direction for future investigation. 

The integration of electrical stimulation with other physical and biochemical cues offers 
particular promise. Bioreactor systems that combine perfusion, mechanical loading, and 
electrical stimulation in a single platform have been developed for cardiac tissue engineering, 
enabling more complete recapitulation of the native myocardial environment . Such multimodal 
approaches may prove essential for achieving the full functional maturation required for 
therapeutic applications, particularly given the complex, multifactorial nature of native tissue 
development. 

Advanced Methods: Targeted Manipulation of 
Centrioles and Cell Fate Determination Systems 
(CAFDs) 
The convergence of centrosome biology with stem cell engineering has opened new frontiers for 
directed differentiation. Rather than relying on extracellular cues alone, emerging strategies 
seek to directly manipulate the intracellular machinery that executes fate decisions. This section 
surveys experimental and conceptual approaches targeting the centriolar apparatus and 
associated cell fate determination systems (CAFDs), ranging from pharmacological modulation 
to optogenetic control and nanomaterial-based delivery. 

Pharmacological Modulation of the Centriolar Cycle and CAFDs 

The centriole duplication cycle is governed by a tightly regulated kinase cascade, with Polo-like 
kinase 4 (PLK4) serving as the master regulator. Pharmacological inhibition of PLK4 offers a 
means to synchronize cellular states and "prime" centrioles to receive differentiation signals. 
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Centrinone, a highly selective PLK4 inhibitor (Ki = 0.16 nM with >1000-fold selectivity over 
Aurora kinases), depletes centrioles and centrosomes in vitro and induces cell cycle arrest in 
normal human cells through p53-dependent mechanisms . Notably, Centrinone treatment 
decreases expression of pluripotency markers and induces differentiation in pluripotent stem 
cells, suggesting that centriole depletion may create a cellular state permissive for lineage 
commitment . The hypothesis underlying this approach is that brief, mild PLK4 inhibition 
reduces proliferative drive and primes cells to respond more efficiently to subsequent 
differentiation cues. Potential applications include enhancing the efficiency of neuronal or 
cardiomyocyte induction from pluripotent stem cells by pretreating with low-dose Centrinone 
before adding lineage-specific morphogens. 

Modulation of NIMA-related kinase 2 (NEK2) represents another pharmacological entry point. 
NEK2 regulates centrosome separation through phosphorylation of centrosomal proteins 
including CROCC, CEP250, and NINL, promoting their displacement from centrosomes during 
mitotic entry . Irreversible inhibitors of NEK2 have been developed through structure-based 
design, with compound JH295 demonstrating potent and selective NEK2 inhibition without 
affecting mitotic kinases Cdk1, Aurora B, or Plk1 . The hypothesis for differentiation applications 
proposes that NEK2 inhibition early in differentiation could delay centriole separation, potentially 
favoring asymmetric divisions necessary for generating diverse cell types in organoid systems. 
By modulating the timing of centrosome disjunction, it may be possible to influence the 
inheritance patterns of mother versus daughter centrioles and the asymmetric distribution of fate 
determinants. 

Small molecules targeting CAFD-associated adaptor proteins represent a third pharmacological 
strategy. The Hippo pathway effector YAP localizes to centrosomes through interactions with 
adaptor proteins including AMOTL2. Hypothetical low-molecular-weight compounds that 
stabilize YAP-AMOTL2 interactions could promote YAP retention at the centrosome under 
confluent conditions, enhancing cell cycle exit during MSC differentiation toward adipocytes. 
Such approaches would exploit the emerging understanding that centrosomes serve as 
signaling platforms integrating mechanical and biochemical cues. 

Optogenetic Control of CAFD Localization 

Optogenetic technologies enable reversible, spatially precise control of protein localization with 
subsecond temporal resolution. The cryptochrome 2 (CRY2)-CIB1 system from Arabidopsis 
thaliana has been extensively characterized for light-induced heterodimerization: CRY2 and 
CIB1 bind within subseconds upon blue light exposure and dissociate within minutes after light 
cessation, requiring no exogenous cofactors . This system has been successfully applied to 
control organelle transport by recruiting molecular motors to mitochondria, peroxisomes, and 
lysosomes, demonstrating repeatable and reversible light-induced movements . 

Extending this approach to centriolar manipulation, a hypothetical protocol could involve 
generating embryonic stem cell lines expressing CIB1 fused to a centriolar marker such as 
centrin-2 (CIB1-CETN2), together with CRY2 fused to a nuclear export signal (NES) and a 
transcription factor that represses pluripotency genes. Upon blue light illumination, CRY2 
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oligomerizes and is recruited to CIB1-CETN2 at centrioles, dragging the tethered transcriptional 
repressor away from the nucleus. This light-induced sequestration relieves repression of 
differentiation genes, initiating lineage commitment with precise temporal control. The 
advantage of this approach lies in its spatiotemporal precision: activation can be restricted to 
subcellular regions and timed to seconds rather than the hours or days required for soluble 
factor addition. 

Nanomaterials for Targeted Delivery to the Centrosome 

Nanoparticle-based delivery systems offer the potential to concentrate bioactive cargo in the 
immediate microenvironment of target organelles. Gold nanorods and liposomes functionalized 
with ligands recognizing centrosomal proteins could enable direct delivery of mRNAs encoding 
pro-differentiation factors or siRNAs against differentiation repressors to the centrosomal region. 

The engineering of protein-based scaffolds with modular biochemical functions provides a 
foundation for such approaches. Ferritin nanocages, which self-assemble from 24 subunits, can 
be genetically modified to display targeting ligands on their surface while encapsulating cargo 
within their internal cavity . By fusing centriole-binding domains—such as antibodies or 
aptamers recognizing exposed epitopes on distal appendage proteins like CEP164—to ferritin 
subunits, nanoparticles could be directed specifically to centrioles. Upon reaching their target, 
these nanocages could release mRNA encoding lineage-specifying transcription factors directly 
into the centrosomal microenvironment, achieving local concentrations sufficient to drive 
differentiation while minimizing off-target effects in other cellular compartments. 

Magnetic Control of Centrosome Position 

The observation that centrosomes experience mechanical forces during cell migration and can 
fracture under sufficient stress has motivated the development of methods to actively 
manipulate centrosome position . Magnetic approaches offer a non-invasive means to exert 
such forces with spatial precision. 

A proof-of-concept study demonstrated that ferritin nanocages engineered to recruit the 
microtubule-nucleating factor TPX2 could nucleate microtubule asters in Xenopus egg extracts 
and, upon biomineralization to confer magnetic properties, enabled magnetic manipulation of 
aster position . Extending this approach to living stem cells, one could transfect cells with 
constructs expressing centriolar proteins (e.g., centrin) fused to ferritin. Upon exposure to 
magnetic fields, force would be exerted on labeled centrioles, enabling artificial displacement of 
the centrosome within the cell. Changing centrosome position alters spindle geometry and 
division plane orientation, potentially biasing the asymmetric distribution of fate determinants 
during division. This method could enhance asymmetric divisions during generation of polarized 
tissues such as neuroepithelium in brain organoids. 
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Stimulation of Ciliogenesis as a Differentiation Trigger 

The primary cilium, a microtubule-based organelle extending from the mother centriole, serves 
as a signaling hub for pathways central to differentiation, including Sonic hedgehog (Shh) and 
platelet-derived growth factor (PDGF). Many differentiation protocols require functional primary 
cilia to respond to morphogens, yet ciliogenesis is dynamically regulated and often inefficient in 
culture. 

Pharmacological stimulation of ciliogenesis offers a strategy to enhance differentiation efficiency. 
Histone deacetylase 6 (HDAC6) and Aurora kinase A (AURKA) promote ciliary disassembly; 
their inhibition stabilizes primary cilia. Trichostatin A (TSA), an HDAC inhibitor, has been shown 
to enhance osteogenic differentiation of inflammatory gingival mesenchymal stem cells, 
upregulating Runx2 and osteocalcin expression while downregulating HDAC1, 3, and 6 . 
Although this study did not explicitly examine cilia, HDAC6 inhibition is known to promote 
ciliogenesis, suggesting a potential mechanism. 

Aurora A inhibition presents a more complex picture. Alisertib, an AURKA inhibitor, 
unexpectedly depletes primary cilia in glioblastoma cells while not affecting normal neuronal or 
astrocytic cilia, an effect mediated partly through autophagy pathway activation . This 
glioma-specific response highlights the context-dependence of pharmacological effects on 
ciliogenesis. A hypothetical optimized protocol for motor neuron differentiation might involve 
pretreating cells with low-dose Alisertib for 24-48 hours before adding Shh, timing the 
intervention to increase the proportion of ciliated cells during the critical window of morphogen 
exposure. Careful titration would be essential to balance enhanced ciliogenesis against potential 
off-target effects. 

Combinatorial Strategies: An Integrative Protocol 
for Dopaminergic Neuron Differentiation 
The preceding sections have surveyed distinct classes of differentiation methods—biochemical, 
genetic, physical, and centrosome-targeted—each offering unique advantages but also inherent 
limitations when applied in isolation. The emerging consensus in the field holds that no single 
approach can recapitulate the multifaceted complexity of native tissue development. Instead, 
the most promising direction lies in the strategic integration of complementary methods into 
harmonized protocols that sequentially engage different cellular systems as differentiation 
proceeds. This section presents a hypothetical but mechanistically grounded integrative protocol 
for generating highly functional dopaminergic neurons from human induced pluripotent stem 
cells (hiPSCs), incorporating centrosome-targeting strategies at critical junctures to enhance 
efficiency, purity, and functional maturity. 

Phase 0: Centriole Priming 

The protocol begins with a preparatory phase targeting the centriolar cycle before conventional 
differentiation cues are introduced. The rationale derives from observations that pluripotent stem 
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cells exhibit distinct centrosome characteristics—typically shorter centrioles and altered 
pericentriolar material composition—compared to lineage-committed progenitors. Brief 
pharmacological inhibition of centriole duplication may synchronize the cell population and 
create a cellular state permissive for differentiation. 

Method: Cells are treated with low-dose Centrinone B (10 nM), a selective PLK4 inhibitor, for 
12-24 hours prior to neural induction. Centrinone selectively inhibits PLK4 (Ki = 0.16 nM with 
>1000-fold selectivity over Aurora kinases), depleting centrioles and inducing cell cycle arrest in 
normal human cells through p53-dependent mechanisms [citation:Centrinone Product Page]. 
Alternatively or additionally, a NEK2 inhibitor could be employed to modulate centrosome 
separation dynamics. The hypothesis underpinning this phase is that transient, mild inhibition of 
the centriole duplication cycle reduces proliferative drive and renders the centriolar apparatus 
more receptive to subsequent differentiation cues, potentially by altering the balance between 
symmetric and asymmetric division modes. 

Objective: Synchronize cells, transiently attenuate proliferation, and prime the centriolar 
apparatus for subsequent fate decisions. 

Phase 1: Neural Induction (Classical) 

Following centriole priming, cells undergo conventional neural induction using the 
well-established dual SMAD inhibition protocol. This approach simultaneously blocks bone 
morphogenetic protein (BMP) and transforming growth factor-beta (TGF-β) signaling, promoting 
rapid and efficient neural ectoderm specification. 

Method: Cells are cultured for 5-7 days in medium supplemented with LDN-193189 (100 nM), a 
BMP type I receptor inhibitor, and SB431542 (10 μM), an inhibitor of the TGF-β/Activin/Nodal 
receptors ALK4, ALK5, and ALK7. This combination, sometimes termed the LSB cocktail, 
efficiently induces >80% of pluripotent stem cells into PAX6-positive neural precursor cells 
[citation:Axon Medchem LSB Set]. The dual SMAD inhibition approach has been extensively 
validated across multiple pluripotent stem cell lines and provides a robust foundation for 
subsequent regional specification [citation:Samara et al., 2022]. 

Objective: Efficiently commit cells to neural ectoderm fate, generating a homogeneous 
population of neural precursor cells. 

Phase 2: Ventral Specification with Ciliogenesis Enhancement 

The transition from neural precursors to dopaminergic neuron progenitors requires exposure to 
specific patterning factors that recapitulate ventral midbrain development. Sonic hedgehog 
(SHH) and fibroblast growth factor 8 (FGF8) are the canonical morphogens for specifying 
ventral midbrain identity and dopaminergic fate. 

Method: Neural precursors are treated with SHH (200 ng/mL) and FGF8 (100 ng/mL) for 7-10 
days. Critically, this phase is augmented by parallel treatment with the Aurora kinase A inhibitor 
Alisertib (50 nM). The rationale for this combination derives from recent studies demonstrating 
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that Alisertib rescues primary ciliogenesis and enhances Hedgehog pathway signaling 
[citation:Magalhães et al., 2020]. Primary cilia are essential organelles for SHH signal 
transduction—the receptor Patched, the signal transducer Smoothened, and the GLI 
transcription factors all traffic through the cilium. By inhibiting Aurora A, which promotes ciliary 
disassembly, Alisertib treatment increases the proportion of ciliated cells and the stability of 
existing cilia during the critical window of SHH exposure. This should enhance the efficiency of 
SHH signal transduction and promote more complete ventral specification. 

Optimization: Alisertib has been shown to act synergistically with Hedgehog pathway 
modulators by preserving primary cilia integrity, preventing the cilia loss that can occur during 
prolonged culture and thereby maintaining sensitivity to morphogen signaling [citation:de 
Almeida Magalhães et al., 2020]. The dose of 50 nM is selected based on titration studies 
balancing enhanced ciliogenesis against potential off-target effects on cell cycle progression. 

Objective: Specify ventral midbrain dopaminergic progenitor identity while maximizing SHH 
signal transduction through enhanced primary cilia stability. 

Phase 3: Maturation with Physical Stimulation 

The final differentiation stage aims to promote neuronal maturation, axonal outgrowth, and the 
establishment of functional synaptic properties. Physical stimuli—three-dimensional architecture 
and fluid shear stress—are incorporated to recapitulate the mechanical environment of 
developing neural tissue. 

Method: Differentiating cells are dissociated and transferred into Matrigel droplets or 
three-dimensional Matrigel scaffolds, then placed within a perfusion bioreactor delivering slow 
pulsatile flow (shear stress ~0.005-0.02 dyn/cm²). The three-dimensional matrix provides 
architectural support and promotes neurite extension, while fluid flow generates mechanical 
forces transmitted through the actin cytoskeleton to the centrosome. Mechanical signals have 
been shown to influence centrosome position and stability [citation:Schmitt et al., 2025], and 
may contribute to the final polarization and maturation of neurons. The pulsatile nature of flow 
mimics the interstitial fluid dynamics of developing neural tissue. 

Objective: Promote terminal neuronal maturation, axonal polarization, and functional integration 
through three-dimensional architecture and physiologically relevant mechanical stimulation. 

Phase 4: Purification (Optional) 

Despite the optimization of preceding phases, differentiation protocols invariably yield 
heterogeneous populations containing off-target cell types and residual undifferentiated cells. 
For transplantation applications or sensitive downstream assays, purification of the desired 
dopaminergic neuron population is essential. 

Method: The protocol utilizes an hiPSC line engineered via CRISPR/Cas9 to express a 
fluorescent reporter (enhanced green fluorescent protein, eGFP) knocked into the tyrosine 
hydroxylase (TH) locus—the rate-limiting enzyme in dopamine synthesis and defining marker of 
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dopaminergic neurons. Such TH-eGFP reporter lines have been successfully generated and 
validated, demonstrating faithful co-expression of TH and eGFP upon differentiation with 
endogenous fluorescence detectable by flow cytometry [citation:Stem Cell Research, 2019]. 
Following differentiation, cells are dissociated and subjected to fluorescence-activated cell 
sorting (FACS) to isolate pure TH-positive populations for transplantation or analysis. 

Objective: Obtain highly purified dopaminergic neuron populations for therapeutic application or 
mechanistic studies. 

Quality Assessment and Validation 
The development of advanced differentiation protocols, particularly those targeting centriolar 
structures and cell fate determination systems, necessitates equally sophisticated validation 
strategies. Traditional endpoint analyses of marker expression, while necessary, are insufficient 
to assess the nuanced effects of centrosome-directed manipulations. This section presents a 
multi-tiered validation framework encompassing structural, molecular, functional, and in vivo 
assessments specifically tailored to evaluate the impact of centriole-targeted differentiation 
strategies. 

Immunofluorescence and Super-Resolution Imaging 

The evaluation of centriolar status following differentiation protocols requires imaging techniques 
capable of resolving structures below the diffraction limit of conventional light microscopy. The 
centriole, approximately 250 nm in diameter and 400-500 nm in length, occupies a spatial scale 
where super-resolution methods such as stimulated emission depletion (STED) microscopy can 
provide previously unobtainable detail . STED with resolution approaching 60 nm has been 
successfully employed to demonstrate that the distal appendage protein CEP164 localizes in 
nine discrete clusters spaced around a ring of approximately 300 nm diameter in both 
proliferating cells and differentiated multiciliated cells . Critically, the labeling density dramatically 
influences the observed number, size, and brightness of protein clusters, necessitating careful 
optimization of antibody concentrations and validation against electron microscopy data . 

For assessment of centriole-targeted differentiation protocols, immunofluorescence analysis 
should quantify: 

●​ Centriole number per cell (normal diploid cells should exhibit two centrioles in G1, four in 
S/G2) 

●​ Centriole length and structural integrity using markers of proximal (e.g., CEP135) and 
distal (e.g., CEP164, CEP83) regions 

●​ Localization of CAFD-associated proteins including STAT3, YAP, and other fate 
determinants relative to centriolar markers  

Recent work has highlighted that distinct proteins associate with centrosomes in a cell 
type-specific manner during stem cell differentiation, suggesting that analysis of centrosome 
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composition may itself serve as a readout of differentiation state . A novel centrosome protein 
regulating neural stem cell differentiation exemplifies the value of exploring cell type-specific 
organelle composition as a way to expand protein function in development . 

Functional Tests of Ciliogenesis 

The primary cilium, extending from the mother centriole, serves as a critical signaling hub for 
pathways central to differentiation including Sonic hedgehog (Shh) and platelet-derived growth 
factor (PDGF). Assessment of ciliogenesis status provides both a readout of centriolar function 
and a predictor of differentiation capacity. 

Quantitative analysis of primary cilia in complex three-dimensional structures at single-cell 
resolution has been achieved through optimized immunofluorescence protocols for whole-mount 
organoids combined with light sheet microscopy . This approach enables precise quantification 
of ciliation frequency (percentage of cells bearing a primary cilium) and ciliary length, 
parameters that dynamically regulate signaling sensitivity . For mammary organoids derived 
from normal and genetically modified stem cells, such analyses have proven essential for 
understanding the biology of the primary cilium in health and disease . 

Functional assessment of cilia-mediated signaling can be achieved through quantitative 
PCR-based assays measuring Shh target gene expression. Serum-starved cells with >85% 
ciliation show significantly increased expression of GLI1, PTCH1, and HHIP upon Smoothened 
agonist treatment compared to controls . This approach provides a sensitive, quantitative 
readout of primary cilia function that is easier to implement and more quantitative than 
localization-based assays of Smoothened translocation . 

The importance of such analyses is underscored by studies of CEP83-deficient human induced 
pluripotent stem cells (hiPSCs), which exhibit absent or elongated primary cilia and demonstrate 
perturbed differentiation toward intermediate mesoderm. Upon subsequent organoid culture, 
wildtype cells formed kidney tubules and glomerular-like structures, whereas CEP83-deficient 
cells failed to generate kidney cell types, instead upregulating cardiomyocyte, vascular, and 
lateral plate mesoderm markers . These findings establish a direct link between centriolar 
protein function, ciliogenesis, and lineage commitment. 

Analysis of Mitotic Spindle Orientation in 3D Cultures 

For differentiation protocols targeting asymmetric division, direct assessment of mitotic spindle 
orientation in three-dimensional contexts is essential. Colon organoids seeded in Matrigel 
recapitulate the organization and properties of tissue architecture, enabling study of how 
division patterns affect tissue organization . 

Using 3D time-lapse confocal microscopy combined with DNA and tubulin labeling, researchers 
have quantified mitotic spindle angles relative to the matrix, classifying divisions as horizontal 
(0°-30°, associated with symmetric division) or vertical (60°-90°, associated with asymmetric 
division) . In human colon organoids, 54% of mitoses exhibited horizontal spindle orientation 
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while 34% were vertical, with the remaining 12% showing intermediate angles . This distribution 
mirrors observations in human colon tissue, validating the organoid model for studying division 
orientation. 

Advanced analytical approaches now integrate 4D Digital Volume Correlation (DVC) to quantify 
matrix displacements resulting from divisions of different orientations. Vertical division causes 
predominantly uniaxial displacement of the matrix, while horizontal division involves multiaxial 
and wider displacement . These biophysical consequences may feedback on neighboring cell 
behavior and tissue organization, providing mechanistic insights into how division orientation 
influences differentiation outcomes. 

Omics Technologies 

The heterogeneity of differentiated populations and the subtle molecular changes induced by 
centrosome-targeted manipulations demand unbiased, high-resolution analytical approaches. 

Single-cell RNA sequencing (scRNA-seq) provides the resolution necessary to assess 
population heterogeneity and maturation state. For kidney lineage differentiation, scRNA-seq of 
CEP83-deficient hiPSCs revealed decreased expression of critical intermediate mesoderm 
genes (PAX8, EYA1, HOXB7) and aberrant induction of lateral plate mesoderm markers 
(FOXF1, FOXF2, FENDRR, HAND1, HAND2) that would have been masked in bulk analysis . 
Such resolution is essential for evaluating whether centrosome-targeted manipulations truly 
enhance specification fidelity. 

Proteomic analysis of the centrosome itself has emerged as a powerful approach for 
understanding how differentiation protocols impact the organelle's composition. Spatial 
centrosome proteomics of human neural cells has uncovered disease-relevant heterogeneity, 
demonstrating that centrosome protein composition varies across cell types and states . For 
validation of centriole-targeted differentiation protocols, proximity labeling approaches (e.g., 
BioID, APEX) coupled with mass spectrometry can quantify changes in the 
centrosome-associated proteome following manipulation, providing mechanistic insight into how 
interventions influence CAFD composition. 

Functional Transplantation Tests in Animal Models 

The ultimate validation of differentiation protocols—particularly those intended for therapeutic 
application—requires demonstration of in vivo functionality following transplantation. For 
dopaminergic neurons generated through centrosome-optimized protocols, the standard 
involves transplantation into murine models of Parkinson's disease (PD) established by 
6-hydroxydopamine (6-OHDA) lesioning . 

A comprehensive transplantation validation framework includes: 

Engraftment assessment: Tracking transplanted cells through pre-labeling with reporters (e.g., 
eGFP, Luc2) enables visualization of cell survival and distribution. Intraportal transplantation 
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studies in large animal models have demonstrated that bioluminescence imaging (IVIS) of 
excised tissues can reveal successful engraftment one month post-transplantation . 

Behavioral recovery: The cylinder test, apomorphine-induced rotation, and rotarod 
performance provide quantitative measures of motor function restoration. For chemogenetically 
engineered dopaminergic precursors, clozapine-N-oxide (CNO) administration has been shown 
to significantly modulate motor function, with hM4Di activation reducing contralateral forelimb 
movement and hM3Dq activation enhancing motor behavior . 

Electrophysiological integration: Patch-clamp recordings from transplanted cells or host 
neurons receiving graft-derived input reveal the degree of synaptic integration. hM4Di activation 
increases interevent intervals and decreases peak amplitudes of spontaneous excitatory 
postsynaptic currents (sEPSCs), whereas hM3Dq activation produces opposite effects, 
reflecting enhanced excitatory signaling . Such recordings provide definitive evidence that 
transplanted cells have functionally integrated into host neural circuits. 

Safety assessment: Teratoma formation assays and long-term monitoring for graft overgrowth 
remain essential, particularly for pluripotent stem cell-derived products. The absence of tumor 
formation in validated differentiation protocols must be documented over extended timeframes 
(minimum 3-6 months in immunodeficient hosts). 

Challenges, Limitations, and Ethical Aspects 
The development of advanced differentiation strategies targeting centriolar structures and cell 
fate determination systems, while scientifically compelling, confronts substantial challenges 
spanning technical, biological, regulatory, and ethical domains. A balanced assessment of these 
limitations is essential for guiding future research and responsible clinical translation. 

Complexity and Cost 

The sophisticated methodologies described in preceding sections—CRISPR-mediated genome 
editing, optogenetic control systems, nanoparticle-based delivery, and bioreactor-integrated 
physical stimulation—demand specialized expertise and infrastructure that remain concentrated 
in well-resourced academic and industrial centers. This concentration creates a translational 
bottleneck, as protocol complexity inversely correlates with reproducibility across laboratories 
and scalability toward clinical production . 

The cost implications are equally formidable. Clinical-grade differentiation requires good 
manufacturing practice (GMP) facilities, extensive quality control testing, and regulatory 
documentation that substantially elevate development expenses. The high cost of developing 
and producing stem cell therapies represents a barrier to widespread clinical applications, with 
current limitations including the ability to produce clinical material in a cost-effective manner . 
For protocols incorporating centrosome-targeting small molecules such as Centrinone or 
Alisertib, additional expenses arise from rigorous validation of off-target effects and long-term 
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stability testing. These economic factors risk limiting advanced therapies to high-income 
healthcare systems, raising concerns about global equity in access to regenerative medicine . 

Safety Validation 

The safety profile of centriole-directed manipulations remains incompletely characterized, with 
several distinct risk categories demanding careful consideration. 

Tumorigenic risk represents the most immediate concern for any pluripotent stem cell-derived 
product. Even minimal contamination with undifferentiated cells carries teratoma-forming 
potential . For protocols involving genetic modification of centriolar proteins or pharmacological 
modulation of the centriole cycle, theoretical oncogenic risks multiply. PLK4, the target of 
Centrinone priming, is a well-established oncogene; prolonged or incomplete inhibition could 
theoretically select for resistant clones with aberrant centriole amplification phenotypes 
associated with aneuploidy and malignant transformation. Similarly, NEK2 overexpression 
correlates with poor prognosis in multiple cancers, raising concerns that its modulation might 
inadvertently activate proliferative pathways. 

Genomic instability arising from CRISPR-based editing necessitates comprehensive screening. 
Genomic abnormalities can arise during reprogramming or extended expansion, with some 
mutations involving cancer-associated pathways . Regulatory agencies increasingly require 
whole-genome sequencing, karyotyping, and off-target editing analyses for gene-edited cell 
products . For reporter lines created through homology-directed repair, the potential for 
unintended insertions at off-target sites demands rigorous clonal selection and validation. 

Long-term consequences of centriolar manipulation are unknown. The centrosome participates 
in multiple cellular processes beyond division—including ciliogenesis, signaling platform 
assembly, and stress responses—that may manifest only over extended timeframes or under 
physiological stress in vivo. Preclinical studies in immunodeficient animal models, while 
essential, imperfectly predict human outcomes, particularly for subtle effects on tissue 
homeostasis or aging-related degeneration. 

Persistent Heterogeneity 

Despite protocol optimization incorporating centriole priming and ciliogenesis enhancement, 
differentiated populations inevitably retain heterogeneity that complicates both mechanistic 
interpretation and therapeutic application. Single-cell analyses of stem cell-derived islets reveal 
deficiencies in lineage specification that persist even in highly enriched populations . For 
dopaminergic neuron differentiation, the co-generation of non-dopaminergic neurons, glial 
precursors, and residual neural progenitors remains common, requiring purification strategies 
that reduce yield and increase cost. 

This heterogeneity stems from multiple sources: stochastic variation in gene expression, 
asymmetric division outcomes influenced by centriole inheritance patterns, and 
microenvironmental differences within three-dimensional cultures. Even with fluorescent 
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reporter-based sorting, purified populations may exhibit functional variability related to 
maturation state or epigenetic configuration. The field increasingly recognizes that 
"differentiation" is not a binary endpoint but a continuous trajectory, and current protocols often 
yield cells arrested at fetal rather than adult maturation stages . 

Scalability Challenges 

The transition from laboratory-scale differentiation (millions of cells in multiwell plates) to 
clinical-scale production (billions of cells per dose) represents an engineering challenge of 
formidable proportions. This is particularly acute for centriole-targeted methods that rely on 
precise temporal control of small molecule addition or physical stimulation. Bioreactor systems 
must maintain homogeneous distribution of signals while accommodating the shear sensitivity of 
pluripotent stem cells and their derivatives . 

Microcarrier-based three-dimensional culture systems offer promising scalability solutions, with 
automated, enclosed bioreactors enabling expansion while maintaining critical quality attributes 
including genetic stability and differentiation potential . However, the integration of sequential 
protocol phases—centriole priming, neural induction, ventral specification with ciliogenesis 
enhancement, maturation under mechanical stimulation—into a unified, closed-system 
manufacturing process remains technically demanding. Each transition introduces opportunities 
for deviation, contamination, or loss of product identity. 

For allogeneic therapies, where master cell banks supply multiple patients, scalability is 
theoretically achievable but requires extensive characterization of clonal lines and validation of 
differentiation consistency across banks. Autologous approaches, while immunologically 
advantageous, face prohibitive scalability barriers due to patient-specific manufacturing 
requirements. 

Ethical and Regulatory Frameworks 

Manipulations targeting fundamental cellular structures—centrioles, which govern both division 
orientation and signaling—raise ethical considerations that extend beyond conventional stem 
cell debate. The principle of non-maleficence obligates researchers and clinicians to thoroughly 
evaluate risks before translating such interventions . Preclinical testing must assess not only 
immediate toxicity but also potential for germline effects if modified cells escape confinement—a 
consideration particularly relevant for iPSC-derived germ cell contamination in differentiation 
cultures. 

Informed consent for therapies involving centriole-directed manipulations presents heightened 
complexity. Patients must understand that these interventions target basic cellular machinery 
with effects that may extend beyond the intended therapeutic mechanism. The therapeutic 
misconception—where patients assume experimental interventions are proven 
effective—remains a persistent challenge . For first-in-human trials of centrosome-targeted 
differentiation products, consent processes must transparently communicate the novelty and 
uncertainties inherent in such approaches. 
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Regulatory pathways for advanced cell therapies continue to evolve. The U.S. Food and Drug 
Administration (FDA) regulates such products as biologics, requiring investigational new drug 
(IND) applications, clinical trial oversight, and eventual biologics license applications . The 
Regenerative Medicine Advanced Therapy (RMAT) designation provides expedited 
development pathways but maintains rigorous evidentiary standards. Japan's conditional 
approval framework, exemplified by the Stemirac case, illustrates the risks of premature 
commercialization: therapies granted approval based on limited evidence may later fail 
confirmatory trials, exposing patients to ineffective or potentially harmful treatments while 
consuming public resources . 

Distributive justice concerns are amplified for technologically complex therapies. The high cost 
of GMP manufacturing, coupled with specialized expertise requirements, risks limiting access to 
patients in high-income countries, exacerbating global health disparities . The scientific 
community bears responsibility for developing cost-effective manufacturing strategies and 
advocating for equitable access frameworks. 

International guidelines from organizations such as the International Society for Stem Cell 
Research (ISSCR) provide ethical frameworks emphasizing transparency, rigorous oversight, 
and primacy of patient welfare . As centriole-targeted approaches advance toward clinical 
application, adherence to these principles—and their continued refinement to address novel 
challenges—will be essential for maintaining public trust and ensuring responsible innovation. 

Conclusions and Future Perspectives 
The field of directed stem cell differentiation stands at an inflection point. Classical 
methods—soluble factor modulation, matrix engineering, and coculture systems—have yielded 
increasingly sophisticated protocols but appear to be approaching a plateau in terms of 
efficiency, homogeneity, and functional maturation. The persistent challenges of incomplete 
differentiation, population heterogeneity, and fetal-like maturation states underscore the need for 
fundamentally new approaches that engage the intracellular machinery governing fate 
decisions. This review has surveyed an emerging paradigm: the direct targeting of centrioles 
and associated cell fate determination systems (CAFDs) as a complementary strategy to 
conventional differentiation cues. 

Current State and Emerging Opportunities 

The integration of centriole-targeted approaches with established differentiation protocols opens 
new frontiers for enhancing the quality and functionality of stem cell-derived products. 
Pharmacological modulation of centriolar kinases—PLK4, NEK2, and Aurora A—offers relatively 
accessible entry points for manipulating the centriole cycle and primary cilia dynamics during 
critical windows of differentiation. The demonstration that brief PLK4 inhibition can prime cells 
for subsequent lineage commitment, that NEK2 modulation may influence asymmetric division 
patterns, and that Aurora A inhibition enhances ciliogenesis and Hedgehog signal transduction 
provides a mechanistic foundation for protocol optimization. 
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These approaches are not intended to replace classical methods but rather to augment them at 
specific junctures where centriolar function is most consequential. The integrative protocol 
presented for dopaminergic neuron differentiation illustrates this philosophy: centriole priming 
(Phase 0) prepares the cellular apparatus; dual SMAD inhibition (Phase 1) drives neural 
commitment; SHH/FGF8 with ciliogenesis enhancement (Phase 2) specifies ventral identity; 
mechanical stimulation (Phase 3) promotes maturation; and optional reporter-based sorting 
(Phase 4) ensures purity. Such combinatorial strategies acknowledge the multifactorial nature of 
development while exploiting emerging understanding of centriolar function. 

Near-Term Future (5 Years) 

The next five years will likely witness several tangible advances in translating centriole-targeted 
concepts into routine laboratory practice. 

First, the incorporation of pharmacological modulators of centriolar kinases into differentiation 
protocols will become increasingly common. PLK4 inhibitors such as Centrinone, NEK2 
inhibitors, and Aurora A inhibitors including Alisertib will find applications in priming phases, 
specification windows, and ciliogenesis enhancement steps. The critical requirement will be 
careful titration to achieve desired effects without triggering compensatory responses or 
selecting for resistant clones. Protocol repositories will begin to catalog optimized dosing 
schedules across cell lines and lineages. 

Second, the development of standardized reporter systems for real-time monitoring of centriolar 
status and CAFD dynamics during differentiation will accelerate protocol optimization. 
Fluorescent knock-in reporters for centriolar proteins (e.g., CETN2-eGFP, CEP164-mCherry) 
enable live tracking of centriole number, position, and inheritance patterns. Reporter lines for 
CAFD-associated factors including YAP and STAT3, when combined with centriolar markers, will 
allow visualization of their dynamic recruitment to centrosomes during fate transitions. Such 
tools will transform our ability to correlate centriolar behavior with differentiation outcomes at 
single-cell resolution. 

Third, bioinformatics approaches will be increasingly deployed to predict CAFD composition 
across lineages and species. The recognition that centrosome protein composition varies in cell 
type-specific ways [citation:Camargo Ortega & Götz, 2022] implies that differentiation protocols 
may need to actively remodel the centriolar proteome to achieve mature states. Comparative 
proteomics of centrosomes from pluripotent stem cells, lineage-committed progenitors, and 
terminally differentiated cells will identify proteins whose recruitment or exclusion correlates with 
fate transitions, generating hypotheses for targeted intervention. 

Long-Term Perspective (10+ Years) 

Looking toward the next decade, several transformative developments can be envisioned that 
would fundamentally reshape how differentiation protocols are designed and implemented. 
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Digital twins of differentiation processes represent a paradigm shift from trial-and-error 
optimization to predictive, in silico protocol design. The concept involves pairing each biological 
differentiation with a continuously updated computational replica that integrates multimodal 
data—transcriptomics, proteomics, imaging-based morphology, biomechanical cues, and culture 
conditions—to predict developmental trajectories and identify critical control points 
[citation:Konkuk University, 2026]. Such digital twin platforms, currently in early development for 
organoid engineering [citation:Konkuk University, 2026] and stem cell bioprocessing 
[citation:Skriloff & Tzanakakis, 2025], could incorporate centriolar parameters as explicit state 
variables. By modeling how centriole number, age, and composition influence asymmetric 
division outcomes and signaling sensitivity, these systems would enable rational selection of 
intervention timing and dosing. Machine learning models trained on experimental data, 
augmented by physically constrained neural ordinary differential equations [citation:Skriloff & 
Tzanakakis, 2025], could predict optimal windows for PLK4 inhibition or ciliogenesis 
enhancement with unprecedented accuracy. 

Clinical translation of centrosome-targeted manipulations for autologous cell therapies will 
require demonstration of safety and efficacy in relevant animal models followed by carefully 
designed first-in-human trials. The vision involves harvesting patient somatic cells, 
reprogramming to pluripotency (if needed), applying differentiation protocols incorporating safe, 
transient centrosome modulators, and transplanting the resulting functional cells back into the 
patient. Critical to this vision is the development of modulators that are fully reversible and leave 
no genomic footprint—small molecules with rapid clearance, modified mRNAs with defined 
half-lives, or optogenetic systems that can be inactivated before transplantation. 

Personalized protocol selection based on patient-specific centrosome characteristics represents 
the ultimate extension of precision medicine to directed differentiation. Just as tumor molecular 
profiling guides oncology treatment selection, proteomic analysis of a patient's stem cell 
centrosomes could inform the choice and dosing of centriolar modulators. Patients whose cells 
exhibit shorter centrioles or altered distal appendage composition might benefit from extended 
ciliogenesis enhancement windows; those with biased mother-daughter inheritance patterns 
might receive NEK2 modulators to influence asymmetric division outcomes. Such personalized 
protocols acknowledge the substantial inter-individual variation in centrosome structure and 
function, much of which remains unexplored. 

Concluding Thesis 

The centriole is undergoing a fundamental conceptual transition: from a static, "untouchable" 
organelle whose primary function is microtubule organization, to a dynamic and manipulable 
target for biotechnological engineering of cell fate. This reimagining draws strength from 
convergent advances in basic centrosome biology, stem cell research, and bioengineering. The 
demonstration that centrosomes actively resist mechanical fracture [citation:Schmitt et al., 
2025], that their protein composition varies across cell types [citation:Camargo Ortega & Götz, 
2022], and that their inheritance patterns influence stem cell maintenance and differentiation 
[citation:Yamashita et al., 2007; Wang et al., 2009] collectively establish the organelle as a 
legitimate and promising intervention point. 
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Ex vivo manipulation strategies targeting centrioles represent the next logical step in the 
evolution of regenerative medicine. By engaging the intracellular machinery that executes fate 
decisions—rather than merely supplying extracellular signals and hoping cells interpret them 
correctly—these approaches promise to move the field beyond generating "cells that resemble 
the desired type" toward creating truly functional, mature, and safe transplantable products. The 
challenges are substantial: validating long-term safety, scaling to clinical production, and 
navigating ethical and regulatory frameworks. Yet the potential rewards—cell therapies that 
more faithfully recapitulate native tissue function and durably restore organ function—justify the 
investment. 

The integration of centriole-targeted methods with classical differentiation strategies, guided by 
predictive digital twin models and enabled by advanced imaging and omics technologies, will 
define the coming era of stem cell engineering. In this future, the centrosome is no longer a 
black box at the cell's center but a known and controllable variable in the equation of directed 
differentiation. 
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